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<110> APPLICANT: Sumitomo Pharmaceuticals CO., LTD. 

<120> TITLE OF INVENTION: Therapeutic Agent for Anorexia Nervosa or Life-Style Related 
Diseases, and Method for Screening Same 
FILE REFERENCE: 09517 

CURRENT APPLICATION NUMBER: US/10/500,428 
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PRIOR APPLICATION NUMBER: JP 2001-397523 
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NUMBER OF SEQ ID NOS : 2 9 
SOFTWARE: Patent In version 3.1 
SEQ ID NO: 1 



<130> 
<140> 
<141> 

<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 





LENGTH: 1038 
TYPE: RNA 
ORGANISM: Homo 
FEATURE: 
NAME/ KEY: CDS 
LOCATION: (1) . . 
SEQUENCE : 1 



sapiens 



(1035) 



aug uac aag gac ugc auc gag ucc acu gga gac uau uuu cuu cue ugu 48 
Met Tyr Lys Asp Cys lie Glu Ser Thr Gly Asp Tyr Phe Leu Leu Cys 
15 10 15 

gac gcc gag ggg cca ugg ggc auc auu cug gag ucc cug gcc aua cuu 96 
Asp Ala Glu Gly Pro Trp Gly lie lie Leu Glu Ser Leu Ala lie Leu 

20 25 30 

ggc auc gug guc aca auu cug cua cue uua gca uuu cue uuc cue aug 144 
Gly lie Val Val Thr lie Leu Leu Leu Leu Ala Phe Leu Phe Leu Met 

35 40 45 

cga aag auc caa gac ugc age cag ugg aau guc cue ccc acc cag cue 192 
Arg Lys lie Gin Asp Cys Ser Gin Trp Asn Val Leu Pro Thr Gin Leu 

50 55 60 

cue uuc cue cug agu guc cug ggg cue uuc gga cue gcu uuu gcc uuc 240 
Leu Phe Leu Leu Ser Val Leu Gly Leu Phe Gly Leu Ala Phe Ala Phe 
65 70 75 80 

auc auc gag cue aau caa caa acu gcc ccc gua cgc uac uuu cue uuu 288 
lie lie Glu Leu Asn Gin Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe 

85 90 95 

999 9 UU cuc uuu 9 CU cuc U 9 U uuc uca U 9 C cuc uua 9cu cau gcc ucc 336 
Gly Val Leu Phe Ala Leu Cys Phe Ser Cys Leu Leu Ala His Ala Ser 

100 105 110 

aau cua gug aag cug guu egg ggu ugu guc ucc uuc ucc ugg acg aca 3 84 

Asn Leu Val Lys Leu Val Arg Gly Cys Val Ser Phe Ser Trp Thr Thr 

115 120 125 

auu cug ugc auu gcu auu ggu ugc agu cug uug caa auc auu auu gcc 432 
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46 


He 


Leu 


Cys 


He 


Ala 


He Gly Cys 


Ser 


Leu 


Leu 


Gin 


He 


He 


He 


Ala 




47 




130 










135 










140 












48 


acu 


gag 


uau 


gug 


acu 


cue 


auc 


auQ 

-3 


acc 


aqa 


qqu 

J ZJ 


auq 


auq 

Zj 


uuu 


gug 


aau 


480 


49 


Thr 


Glu 


Tvr 


Val 


Thr 


Leu 


He 


Met 


Thr 


ArQ 


Glv 


Met 


Met 


Phe 


Val 


Asn 




50 


145 










150 










155 










160 




51 


auq 


aca 


ccc 


ugc 


cag 


cue 


aau 


gug 


qac 

ZJ 


uuu 


quu 

ZJ 


qua 

Zj 


cue 


cug 


guc 


uau 


528 


52 


Met 


Thr 


Pro 


Cvs 


Gin 


Leu 


Asn 


Val 


Asp 


Phe 


Val 


Val 


Leu 


Leu 


Val 


Tvr 




53 










165 










170 










175 






54 


QUC 


cue 


uuc 


CUQ 

-3 


auq 

-3 


gee 


cue 


aca 


UUC 


uuc 


QUC 


ucc 


aaa 


QCC 

-3 


acc 


uuc 


576 


55 


Val 


Leu 


Phe 


Leu 


Met 


Ala 


Leu 


Thr 


Phe 


Phe 


Val 


Ser 


Lys 


Ala 


Thr 


Phe 




56 








180 










185 










190 








57 


UQU 


QQC 


CCQ 

_3 


UQU 


Qaq 

-3 -3 


aac 


ugg 


aag 


cag 


cau 


aaa 


aqq 


cue 


auc 


uuu 


auc 


624 


58 


Cvs 


Glv 


Pro 


Cys 


Glu 


Asn Trp 


Lys 


Gin 


His 


Glv 


Ara 

" J - zi 


Leu 


He 


Phe 


He 




59 






195 










200 










205 










60 


acu 


oua 


cue 


uuc 


ucc 


auc 


auc 


auc 


ugg 


QUQ 

-3 ^Z) 


oua 

-3 ^Z) 


uaa 


auc 


ucc 


aua 


cue 


672 


61 


Thxr 


Val 


Leu 


Phe 


Ser 


He 


He 


He 


Trp 


Val 


Val 




He 


Ser 


Met 


Leu 




62 




210 










215 










220 












63 


cug 


aaa 


QQC 


aac 


ccg 


cag 


uuc 


cag 


cga 


caa 

^ -3 


ccc 


caa 


uaa 


aac 


aac 

-3 ^ 


cca 


720 


64 


Leu 


Ara 


Glv 


Asn 


Pro 


Gin 


Phe Gin Arg 


Gin 


Pro 


Gin 


TrD 


Asp 


Asp 


Pro 




65 


225 










230 










235 










240 




66 


guc 


guc 


ugc 


auu 


gcu 


cug 


guc 


acc 


aac 


aca 


uaa 


guu 


uuc 


cug 


cug 


cug 


768 


67 


Val 


Val 


Cys 


He 


Ala 


Leu 


Val 


Thr 


Asn 


Ala 


Tro 


Val 


Phe 


Leu 


Leu 


Leu 




68 










245 










250 










255 






69 


uac 


auc 


guc 


ecu 


gag 


cue 


ugc 


auu 


cue 


uac 


aga 


ucg 


ugu 


aga 


cag 


aaa 


816 


70 


Tvr 


He 


Val 


Pro 


Glu 


Leu Cys 


He 


Leu 


Tvr 


Ara 


Ser 


Cys 


Ara 


Gin 


Glu 




71 








260 










265 










270 








72 


UQC 


ecu 


uua 


caa 


ggc 


aau 


gee 


ugc 


ccc 


guc 


aca 


QCC 

-3 


uac 


caa 


cac 


aac 

*^Z3 


864 


73 


Cvs 


Pro 


Leu 


Gin Gly 


Asn 


Ala 


Cys 


Pro 


Val 


Thr 


Ala 


Tvr 


Gin 


His 


Ser 




74 






275 










280 










285 










75 


uuc 


caa 


gug 


gag 


aac 


cag 


gag 


cue 


ucc 


aga 


gee 


cga 


gac 


agu 


gau 


aaa 


912 


76 


Phe 


Gin 


Val 


Glu 


Asn 


Gin 


Glu 


Leu 


Ser 


Ara 


Ala 


Ara 

' riJ - ZD 


Asp 


Ser 


Asp 


Glv 




77 




290 










295 










300 












78 


gcu 


gag 


gag 


gau 


gua 


gca 


uua 


acu 


uca 


uau 


QQU 

-3-3 


acu 


ccc 


auu 


caa 


CCQ 

^ ^ -3 


960 


79 


Ala 


Glu 


Glu 


Asp Val 


Ala 


Leu 


Thr 


Ser 


Tvr 


Gly 


Thr 


Pro 


He 


Gin 


Pro 




80 


305 










310 










315 










320 




81 


cag 


acu 


guu 


gau 


ccc 


aca 


caa 


gag 


ugu 


UUC 


auc 


cca 


caa 


acu 


aaa 


cua 


1008 


82 


Gin 


Thr 


Val 


Asp 


Pro 


Thr 


Gin 


Glu 


Cys 


Phe 


He 


Pro 


Gin 


Ala 


Lys 


Leu 




83 










325 










330 










335 






84 


age 


ccc 


cag 


caa 


gau 


gca 


gga 


gga 


gua 


uaa 














1038 


85 


Ser 


Pro 


Gin 


Gin 


Asp 


Ala Gly Gly Val 


















86 








340 










345 


















89 


<210> SEQ ID NO; 


: 2 


























90 


<211> LENGTH: 345 


























91 


<212> TYPE: 


PRT 




























92 


<213> ORGANISM: 


Homo sapiens 




















W--> 93 


<400> SEQUENCE: 


2 


























94 


Met 


Tyr Lys Asp 


Cys 


He 


Glu 


Ser 


Thr 


Gly 


Asp 


Tyr 


Phe 


Leu 


Leu 


Cys 




95 


1 








5 










10 










15 






97 


Asp Ala Glu Gly Pro Trp Gly 


He 


He 


Leu 


Glu 


Ser 


Leu 


Ala 


He 


Leu 
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98 






20 






25 








30 






100 


Glv 


He 


Val 


Val 


Thr 


He 


Leu Leu 


Leu 


Leu 


Ala 


Phe 


Leu 


Phe 


Leu 


Met 


101 






35 








40 










45 








103 


Arcr 


Lys 


He 


Gin 


Asp 


Cys 


Ser Gin 


Trp 


Asn 


Val 


Leu 


Pro 


Thr 


Gin 


Leu 


104 




50 










55 








60 










106 


Leu 


Phe 


Leu 


Leu 


Ser 


Val 


Leu Gly Leu 


Phe 


Glv 

uxy 


Leu 


Ala 


Phe 


Ala 


Phe 


107 


65 










70 








75 










ftO 


109 


lie 


He 


Glu 


Leu 


Asn 


Gin 


Gin Thr 


Ala 


Pro 


Val 

V CLX 




Tvr 
j 


Phe 


Leu 


XT 11C 












o — > 








QO 










Q5 




112 


Glv 


Val 


Leu 


Phe 


Ala 


Leu 


Cys Phe 


Ser 


Cys 


Leu 


Leu 


Ala 


His 


Ala 


Ser 


ill 








100 








105 










110 






lis 

X X -J 


Asn 


Leu 


Val 


Lys 


Leu 


Val 


Arg Gly Cys 


Val 


Ser 


Phe 


Ser 


Tm 


nil 


Th T" 

1 11X 


1 1 

1 ID 






115 








120 










125 








118 


lie 


Leu 


Cys 


He 


Ala 


He 


Gly Cys 


Ser 


Leu 


Leu 


Gin 


He 

x x c: 


He 


He 

X X C- 


Ala 


1 i q 

J. J. -7 




i 7 n 










135 








1 A o 
X 1 u 










1 91 
J- jC -L 


Thr 


VJX LI 


Tvr 


Val 


j. ii j. 


iJC ul 


He Met 


Thr 




ni v 

ox y 


1*1 G L. 


Met 


Phe 


Val 

val 


Asn 


1 99 












1 ^0 

1 JU 








1 55 

X O 3 










1 fiO 


124 


Met 


Thr 


Pro 


^y e> 


Gin 


Leu 


Asn Val 


Asp 


Phe 


Val 


Val 


Leu 


Leu 


Val 


Tvr 
iy x 


1 9^ 

X ^ _J 










X O _> 








1 70 

X / VJ 










1 75 
X / 3 




127 


Val 


Leu 


Phe 


Leu 


Met 


Ala 


Leu Thr 


Phe 


Phe 


Val 
v ax 


OCX 


Lys 


Ala 


iin 


Phe 
rue 


1 9fl 

X Z, O 








180 








185 










190 






130 


Cys 


Glv 


Pro 


Cys 


Glu 


Asn 


Trp Lys 


Gin 


His 


Glv 


Arg 


Leu 


He 


Phe 


He 

X X c 








195 








200 










205 








133 


Thr 


Val 


Leu 


Phe 


Ser 


He 


He He 


Trp 


Val 

V CI X 


Val 

val 


AX -P 


He 


Ser 


Mpf 
nc l. 


T\ei i 
uc n 


1 74 




9 1 n 










215 








9 9 O 










136 


Leu 


At~ct 


Glv 

vjxy 


Asn 


Pro 


Gin 


Phe Gin Arg 


Gln 


C X 


Gin 


Trn 
i xp 


Asp 


Asp 


rivj 


1 77 


225 










230 








9 "3 5 

Z j j 












139 


Val 


Val 


Cys 


He 


Ala 


Leu 


Val Thr 


Asn 


Ala 


Trn 
ix p 


Val 


Phe 


Leu 


Leu 


Leu 


140 










245 








9 50 

£t \J 










9 55 




142 


Tyr 


He 


Val 


Pro 


Glu 


Leu 


Cys He 


Leu 






Cpy 
O ~ J_ 


Cys 


Arg 


Gin 


Gl ii 

OX LI 


143 








260 








265 










270 






145 


Cys 


Pro 


Leu 


Gin 


Gly Asn 


Ala Cys 


Pro 


V^l 

Vol 


Thy 

X 11 J- 


Al a 

rll d 


Tvr 
lyx 


Gin 


nio 


Cor 
OCX 


X*± D 






275 








280 










285 








148 


Phe 


Gin 


Val 


Glu 


Asn 


Gin 


Glu Leu 


Ser 


Arg 


Ala 


Arg 


Asp 


Ser 


Asp 


Gly 


149 




290 










295 








300 










151 


Ala 


Glu 


Glu 


Asp 


Val 


Ala 


Leu Thr 


Ser 


Tyr 


Gly 


Thr 


Pro 


He 


Gin 


Pro 


152 


305 










310 








315 










320 


154 


Gin 


Thr 


Val 


Asp 


Pro 


Thr 


Gin Glu 


Cys 


Phe 


He 


Pro 


Gin 


Ala 


Lys 


Leu 


155 










325 








330 










335 




157 


Ser 


Pro 


Gin 


Gin 


Asp Ala 


Gly Gly Val 
















158 








340 








345 
















161 


<210> SEQ ID NO; 


: 3 






















162 


<211> LENGTH: 1324 






















163 


<212> TYPE: 


RNA 
























164 


<213> ORGANISM: 


Mus 


musculus 



















W--> 165 <220> FEATURE: 

166 <221> NAME /KEY: CDS 

167 <222> LOCATION: (148) . . (1047) 
W--> 168 <400> SEQUENCE: 3 
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169 


gaggagagau uaaagcaccu gaaguugucu ccuccuuacu 


cauuugcagc cacagcuucc 


60 


171' 


ccaccagcac agccucagag gcuuccggag uagacucgga 


ggaggagacc agacauccgu 


120 


173 


ucucgugagg ucuaccuaua agucacc aug uau gag gac ugc gug aag ucc aca 


174 


174 
















Met Tyr Glu Asp Cys Val Lys Ser Thr 




175 
















1 








5 












1 76 

X / V? 


gaa 


gac 


uau 


uac 


cue 


uuc 


ugu 


gac 


aac 


aaa 
y»y 


aaa 
yyy 


cca 


uaa 
u yy 


gee 


auu 


guu 


999 

£t £t £t 


177 


Glu 


Asp 


Tvr 

x 2 " L 


Tvr 


Leu 


Phe 


Cys 


Asp 


Asn 


Glu 


Glv 


Pro 


Trn 

Xr 


Ala 


lie 


Val 




178 


10 










15 










20 










25 




179 


cug 


aaa 

y<*y 


ucc 


uug 


gca 


cnicr 


auu 




aua 


aiia 


guu 


acc 


aua 


uug 


cua 


cue 


2 70 


180 


Leu 


Glu 


Ser 


Leu 


Ala 


Val 


He 


Glv 


He 


Val 


Val 


Thr 


He 


Leu 


Leu 


Leu 




181 










30 










35 










40 






182 


cug 


gca 


uuu 


cug 


uuc 


cue 


aug 


ran 


flay 


min 
y liu. 


nan 
L-.ciy 


p -a p 
y ql 


uyL 


^ pp 

ay L- 


pap 
Lay 


i ipp 
u yy 


318 


183 


xjc u 




XT 11C 


XjC Li 


true 


XJC u 


i*i e L. 




Lys 


Val 


Gin 


Asp 




Ser 


Gin 


Tin 
±xp 




184 








45 










50 










55 








185 


aac 




cuu 


ccc 


acu 


cag 


UUC 


L> UL 


hup 

U UL- 


PT1P? 

l- u.y 


pi ip 

L- u.y 


PP1 1 

y lu 


gug 


pi i p 

LUL 


ppp 

ggy 


cue 


O D \j 


lOD 


7\ cr; 
noil 


val 




XTX \J 


Th-r 

-L ill. 


m n 

L3J.il 


xrne 


Leu 


Phe 


Leu 


Leu 


Ala 


Val 


Leu 


Glv 


Leu 




187 






60 










65 










70 










188 


uuc 


aaa 


cuu 


acu 


UUU 


gee 


UUC 


ai i p 


pup 
GUL 


p ;a 


pn p 

L» UL^ 


a a p 


PJ31 1 
L^CLLi 


i_cta 


S3 PI 1 

aL U 


ppp 

yL.L- 


414 
*± x*± 


1 ft<3 

J- O -7 


xr lie 




UC LI 


Th-r 

J. 111. 


xr lie 


AT ^ 
/ax a 


i lie 


He 


He 


Gin 


Leu 


Asn 


Hi c? 


Gin 


Thr 


Ala 




190 




75 










ftO 










ft s 












191 


ecu 


guu 


cgc 


uac 


UUC 


cue 


UUU 


yyy 


y li li 


L- UL- 


mm 


y lu 


CI UL 


npp 
uy i_ 


mi 

U UL- 


1 1 pp 

ULL 


46? 


J. .7 <£ 


C J- \J 


Val 




Tvr 


Phe 


UC LI 


xr lie 


Glv 
oxy 


Val 


Leu 


Phe 


Ala 


He 


Cys 


Phe 


Ser 




193 


90 










95 










100 










105 




194 


ugc 


cue 


cug 


gcu 


cau 


gec 


UCC 


aac 


cug 


aua 
y u y 


aag 


cug 


guc 


u yy 


aau 

yy u 


aga 


x \j 




Cys 


Leu 


Leu 


Ala 


His 


Ala 


Ser 


Asn 


Leu 


Val 


Lys 


Leu 


Val 


Ara 


Glv 

oxy 


Ara 




196 










110 










115 










120 






197 


guc 


ucc 


uuc 


ugc 


uaa 


aca 


aca 


auu 


cug 


uuc 


auu 


gcu 


auc 


aau 

yy u 


guc 


age 


558 


198 


Val 


Ser 


Phe 


Cys 


Trn 


Thr 


Thr 


He 


Leu 


Phe 


He 


Ala 


He 


Glv 


Val 


Ser 




199 








125 










130 










135 








200 


cug 


UUQ 


cag 


acc 


auc 


auu 


aca 
y *-y 


aua 


aaa 


uau 


aua 
y uy 


acc 


cue 


auc 


aug 


acc 


606 


201 


Leu 


Leu 


Gin 


Thr 


He 


He 


Ala 


lie 


Glu 


Tvr 


Val 


Thr 


Leu 


He 


Met 


Thr 




202 






140 










145 










150 










203 


aqa 


QQC 


UUQ 


aua 


uuc 


aaq 


cau 


auq 


aca 


CCO. 


uau 


caq 


cue 


aau 


qua 


qac 


654 


204 


Arq 

ZD 


Gly 


Leu 


Met 


Phe 


Glu 


His 


Met 


Thr 


Pro 


Tyr 


Gin 


Leu 


Asn 


Val 


Asp 




205 




155 










160 










165 












206 


uuu 


guc 


ugu 


cue 


cug 


auc 


uau 


guc 


cue 


uuc 


cug 


aug 


gee 


cue 


acu 


UUC 


702 


207 


Phe 


Val 


Cys 


Leu 


Leu 


He 


Tyr 


val 


Leu 


Phe 


Leu 


Met 


Ala 


Leu 


Thr 


Phe 




208 


170 










175 










180 










185 




209 


uuc 


guc 


ucc 


aag 


gec 


acc 


uuc 


ugu 


ggc 


cca 


ugu 


gag 


aac 


ugg 


aaa 


cag 


750 


210 


Phe 


Val 


Ser 


Lys 


Ala 


Thr 


Phe 


Cys 


Gly 


Pro 


Cys 


Glu 


Asn 


Trp 


Lys 


Gin 




211 










190 










195 










200 






212 


cac 


gga 


agg 


cue 


aua 


uuu 


gcu 


acu 


gug 


cug 


guc 


ucu 


auc 


auu 


auc 


ugg 


798 


213 


His 


Gly 


Arg 


Leu 


He 


Phe 


Ala 


Thr 


Val 


Leu 


Val 


Ser 


He 


He 


He 


Trp 




214 








205 










210 










215 








216 


gug 


gug 


ugg 


auc 


ucc 


aug 


cue 


uug 


aga 


ggc 


aac 


ccc 


cag 


cue 


cag 


cga 


846 


217 


Val 


Val 


Trp 


He 


Ser 


Met 


Leu 


Leu 


Arg 


Gly 


Asn 


Pro 


Gin 


Leu 


Gin 


Arg 




218 






220 










225 










230 










220 


cag 


ccc 


cac 


ugg 


gac 


gau 


gca 


guc 


auc 


ugc 


auu 


ggc 


cug 


guc 


acc 


aac 


894 


221 


Gin 


Pro 


His 


Trp 


Asp 


Asp 


Ala 


Val 


He 


Cys 


He 


Gly 


Leu 


Val 


Thr 


Asn 
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RAW SEQUENCE LISTING DATE: 07/08/2004 

PATENT APPLICATION: US/10/500 , 428 TIME: 15:27:19 

Input Set : A:\229576.txt 

Output Set: N:\CRF4\07082004\J500428.raw 



222 




235 










240 










245 












224 


gcu 


ugg 


guc 


uuc 


cug 


cug 


auc 


uac 


auc 


auc 


ecu 


gag 


cug 


age 


aua 


cue 


942 


225 


Ala 


Trp 


Val 


Phe 


Leu 


Leu 


He 


Tyr 


He 


He 


Pro 


Glu 


Leu 


Ser 


He 


Leu 




226 


250 










255 










260 










265 




228 


uac 


agg 


uca 


ugu 


agg 


cag 


gag 


ugu 


ecu 


aca 


caa 


ggc 


aac 


guc 


ugc 


cag 


990 


22 9 


Tyr 


Arg 


Ser 


Cys Arg Gin 


Glu Cys 


Pro Thr Gin Gly Asn Val 


Cys 


Gin 




230 










270 










275 










280 






919 


guc 


ecu 


guc 


uac 


caa 


cgc 


age 


uuc 


agg 


aug 


gau 


ace 


cag 


gaa 


ccc 


ace 


1 n o o 

Xw JO 


9 H 
z, j j 


Val 


Pro 


Val 


Tyr Gin Arg 


Ser 


Phe 


Arg 


Met 


Asp 


Thr 


Gin 


Glu 


Pro 


Thr 




234 








285 










290 










295 








235 


aga 


gag 


ugc 


ugaucccagc egggaguauc ucaucccauc agcuacacua 






1087 


916 

Z -> o 


Arg 


Glu 


Cys 






























Z O / 






300 






























9 1 ft 


agcccacagc aagaugcagg auuguaaagc uacuggaaac 


agcauagaga caaccuggaa 


1 1 A 7 


94.0 

Z *± \J 


gagugcccug cuccacacag cccuaaagag cccaggggag 


cacuggacac acugucaaug 


i 9 n 7 

J.Z u / 


949 

Z *± Z 


aagcauccuu ccugucccuu ccucucuguu ucccugcccu 


uuccacucuu cuggacccag 


XZ O / 


244 


ccucugaaga cugucauguc cugcacaauu aaaaucuugu 


ugccacccua aaaaaaa 


1 *3 94 

X J z, *± 


94 7 
Z*i / 


<210> SEQ ID NO: 


: 4 


























94R 
z *± o 


<211> LENGTH: 300 


























94Q 
z *t J 


<212> TYPE: 


PRT 




























9 Rfl 


<213> ORGANISM: 


Mus 


musculus 




















W_ _ -s. OKI 


<400> SEQUENCE: 


4 


























9 R9 

Z O Z 


Met 


Tyr 


Glu 


Asp 


Cys 


Val 


Lys 


Ser 


Thr 


Glu 


Asp 


Tyr 


Tyr 


Leu 


Phe 


Cys 




9 


1 








5 










10 










15 






255 


Asp 


Asn 


Glu 


Gly 


Pro 


Trp 


Ala 


He 


Val 


Leu 


Glu 


Ser 


Leu 


Ala 


Val 


He 




zoo 








20 










25 










30 








9 Sft 
zoo 


Gly 


He 


Val 


Val 


Thr 


He 


Leu 


Leu 


Leu 


Leu 


Ala 


Phe 


Leu 


Phe 


Leu 


Met 




Z O _7 






35 










40 










45 










261 


Arg 


Lys 


Val 


Gin 


Asp 


Cys 


Ser 


Gin 


Trp 


Asn 


Val 


Leu 


Pro 


Thr 


Gin 


Phe 




969 
z o & 




50 










55 










60 












264 


Leu 


Phe 


Leu 


Leu 


Ala 


Val 


Leu 


Gly 


Leu 


Phe 


Gly 


Leu 


Thr 


Phe 


Ala 


Phe 




96R 


65 










70 










75 










80 




267 


He 


lie 


Gin 


Leu 


Asn 


His 


Gin 


Thr 


Ala 


Pro 


Val 


Arg 


Tyr 


Phe 


Leu 


Phe 




268 










85 










90 










95 






270 


Gly 


Val 


Leu 


Phe 


Ala 


He 


Cys 


Phe 


Ser 


Cys 


Leu 


Leu 


Ala 


His 


Ala 


Ser 




271 








100 










105 










110 








273 


Asn 


Leu 


Val 


Lys 


Leu 


Val 


Arg 


Gly 


Arg 


Val 


Ser 


Phe 


Cys 


Trp 


Thr 


Thr 




274 






115 










120 










125 










276 


He 


Leu 


Phe 


He 


Ala 


He 


Gly 


Val 


Ser 


Leu 


Leu 


Gin 


Thr 


He 


He 


Ala 




277 




130 










135 










140 












279 


He 


Glu 


Tyr 


Val 


Thr 


Leu 


He 


Met 


Thr 


Arg 


Gly 


Leu 


Met 


Phe 


Glu 


His 




280 


145 










150 










155 










160 




282 


Met 


Thr 


Pro 


Tyr 


Gin 


Leu 


Asn 


Val 


Asp 


Phe 


Val 


Cys 


Leu 


Leu 


He 


Tyr 




283 










165 










170 










175 






285 


Val 


Leu 


Phe 


Leu 


Met 


Ala 


Leu 


Thr 


Phe 


Phe 


Val 


Ser 


Lys 


Ala 


Thr 


Phe 




286 








180 










185 










190 








288 


Cys 


Gly 


Pro 


Cys 


Glu 


Asn 


Trp 


Lys 


Gin 


His 


Gly 


Arg 


Leu 


He 


Phe 


Ala 




289 






195 










200 










205 










291 


Thr 


Val 


Leu 


Val 


Ser 


He 


He 


He 


Trp 


Val 


Val 


Trp 


He 


Ser 


Met 


Leu 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/08/2004 

PATENT APPLICATION: US/10/500,428 TIME: 15:27:20 

Input Set : A:\229576.txt 

Output Set: N:\CRF4\07082004\J500428.raw 
Invalid <213> Response: 

Use of "Artificial 11 only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 13 ,14, 15, 16,17, 18, 19,20,21,22,23,24,25,26,27,28,29 
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VERIFICATION SUMMARY DATE: 07/08/2004 

PATENT APPLICATION: US/10/500,428 TIME: 15:27:20 

Input Set : A:\229576.txt 

Output Set: N:\CRF4\07082004\J500428.raw 

L:3 M:283 W: Missing Blank Line separator, <120> field identifier 

L:5 M:283 W: Missing Blank Line separator, <130> field identifier 

L:6 M:270 C: Current Application Number differs, Replaced Current Application No 

L:6 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:16 M:283 W: Missing Blank Line separator, <220> field identifier 

L:93 M:283 W: Missing Blank Line separator, <400> field identifier 



L: 


165 


M: 


283 


W: 


Missing 


Blank 


Line 


separator , 


<220> 


field 


identifier 










L: 


168 


M: 


283 


W: 


Missing 


Blank 


Line 


seDarator 


<400> 


field 


identifier 










L : 


251 


M: 


283 


W: 


Missina 

X X -X. *-* w <L1XM 


Blank 


Line 


senarator 


<400> 


field 


identifier 










L : 


313 


M : 


220 


C: 




misspelled 


or i nva lid 

v/j. xiivaxxu 


format, <213> ORGANISM 


for 

X. UI 




TDtf • 

±Utf . 


c; 
—> 


L : 


314 


M: 


283 


W: 


Missing 


Blank 


Line 


sPDarator 


<220> 


field 


identifier 










L : 


318 


M : 


283 


W: 


Mi ssina 


Blank 


Line 




<400> 


field 


identifier 










L : 


325 


M : 


220 


C: 


Kevword 


misspelled 


or invalid 

V-/X XXXV tX X X VwX 


format, <213> ORGANISM 


for 

X. wx 


•Jxiy 


ID# • 




L: 


326 


M : 


283 


W: 


Mi ss ing 


Blank 


Line 


sPDarat or 


<220> 


field 


identifier 










L : 


330 


M : 


2 83 


W : 


Mi ss i na 


Blank 


Line 


qpna y*a f or 


<400> 


field 


identifier 










L: 


337 


M : 


220 


C: 


Keyword 


misspelled 


or invalid 

\_/x xiiv axxu 


format, <213> ORGANISM 


for 


SEQ 


J-LJtt • 


7 


L : 


338 


M : 


283 


W : 


Missina 


Blank 


Line 


cpna y~Pi tnT 

OCpC3.XClL.UX , 


<220> 


field 


identifier 










L : 


342 


M : 


283 


W: 


Mi ssina 


Blank 


Line 


sPDaratoi* 

uv^^/ux viLiwx , 


<400> 


field 


identifier 










L: 


349 


M : 


220 


C: 


Kevword 


misspelled 


or invalid 

A- XXX V vX X .X- \-X 


format, <213> ORGANISM 


for 


SEQ 


ID# ■ 


8 


L : 


350 


M : 


283 


W: 


Missina 


Blank 


Line 


spnarator 


<220> 


field 


identifier 










L : 


355 


M : 


283 


W : 


Mi ss ina 


Blank 


Line 


spnara t" or 


<400> 


field 


identifier 










L : 


362 


M : 


220 


C: 


ivu y ww v> x_ vX 


misspelled 


or invalid 

v_/ x xixvnxxu 


format, <213> ORGANISM 


for 


SEQ 


IDtt • 

J-J-'tr • 


9 


L : 


363 


M : 


283 


W: 


Mi ssina 

X X X ^ X X AM 


Blank 


Line 




<220> 


field 


identifier 










L: 


367 


M: 


283 


W: 


Missing 


Blank 


Line 


seDarator 


<400> 


field 


identifier 










L: 


374 


M: 


220 


C: 


Keyword 


misspelled 


or invalid 


format, <213> ORGANISM 


for 


SEQ 


ID#: 


10 


L: 


375 


M: 


283 


W: 


Missing 


Blank 


Line 


separator', 


<220> 


field 


identifier 










L: 


379 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


386 


M: 


220 


C: 


Keyword 


misspelled 


or invalid 


format, <213> ORGANISM 


for 


SEQ 


ID#: 


11 


L: 


387 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


391 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


398 


M: 


220 


C: 


Keyword 


misspelled 


or invalid 


format, <213> ORGANISM 


for 


SEQ 


ID#: 


12 


L: 


399 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


403 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


584 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


588 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


596 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


600 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


608 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


612 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


620 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


624 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 










L: 


632 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<220> 


field 


identifier 










L: 


636 


M: 


283 


W: 


Missing 


Blank 


Line 


separator, 


<400> 


field 


identifier 











file://C:\CRF4\Outhold\VsrJ500428.htm 



